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Dear Richard: 

I a m  w r i t i n g  t o  provide you wi th  s p e c i f i c  in format ion  about  t h e  ground s q u i r r e l  
h e p a t i t i s  v i r u s  (GSHV) p e p t i d e s t h a t  might be  u s e f u l  f o r  our  s t u d i e s  of v i r a l  r e p l i c a -  
t i o n  and pathogenesis .  
of homology wi th  woodchuck and human v i r u s e s  ( reg ions  of homology under l ined)  and upon 
d i s t r i b u t i o n  of t h e  sequences w i t h i n  t h e  coding domains. 
nuc leo t ide  sequence,as determined by Chris toph Seeger h e r e ,  and I encourage you and your 
co l leagues  t o  make sugges t ions  about sequences t h a t  would b e  e i t h e r  easier t o  syn thes i ze  
o r  more l i k e l y  t o  e l i c i t  an  ant ibody response.  

The sequences w e  propose below are based mainly upon a h igh  degree 

I a l s o  enc lose  a t r a n s l a t e d  

(A) From t h e  p u t a t i v e  polymerase coding domain: 

(1) From t h e  5' po r t ion  of t h e  domain: GPLTTNEKRRLK. 

(2 )  From t h e  reg ion  homologous w i t h  t h e  polymerase domain of o t h e r  h e p a t i t i s  B 
--- 

and r e t r o v i r u s e s :  -..- YMDDLVLGARS. 
sAg frame.) 

(3) From t h e  3' por t ion :  VFADATPTGWG o r  ANWILRGTSFCYVPSA. 

( I n  t h i s  r eg ion ,  t h e  pol frame ove r l aps  t h e  

(B) From t h e  so-cal led B (o r  X) domain: 

(1) From t h e  5' por t ion :  MAARLCCQLDSSRDVLLLRP. 

(2) From t h e  3' por t ion :  IDPRLKLFVLGGCRHK. 

From t h e  pre-surface open reading frame: 

(1) From t h e  reg ion  t h a t  should b e  p re sen t  i n  P31, t h e  p r o t e i n  read  from t h e  

(2) From t h e  r eg ion  preceding t h e  P31 domain: PPQTPSNRDQRRKPTK. 

(3) From the amino terminus of t h e  pre-S frame: MGNNIWVTFDPNW. 

(C) 

f i r s t  AUG preceding t h e  coding r eg ion  f o r  mature  s u r f a c e  an t igen :  PPLTIGDPVLSTE. 

We would b e  i n t e r e s t e d  i n  any pep t ides  a l r eady  on hand t h a t  come from t h e  pre-S 
domain of human HBV, p a r t i c u l a r l y  from t h e  r eg ion  expected t o  b e  i n  P31; t h e r e  is  one 
r eg ion  t h a t  has  homology wi th  t h e  GSHV sequence: SSISARTGDPVTN. 

(D) From t h e  co re  domain: CPTVQASKLCLGWLW o r  LVSFGVWIRTPe. 

Is i t  poss ib l e  you have human HBV co re  pep t ides  t h a t  would c ros s - r eac t ?  
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A s  I mentioned on t h e  phone, w e  would b e  extremely p leased  i f  you w e r e  a b l e  t o  
make pep t ides  from t h e  coding sequence from t h e  x - 1  domain, t h e  gene a c t i v a t e d  by 
i n s e r t i o n s  of mouse mammary tumor v i r u s  DNA (see p r e p r i n t ) .  I w i l l  b e  i n  touch wi th  
you when w e  are s u f f i c i e n t l y  secu re  about  t h e  c o r r e c t  open reading frame, based upon 
sequencing of cDNA c lones  der ived  from mammary tumor mRNA. 

B e s t  r ega rds ,  

Harold E. Vannus, M.D. 
P ro fes so r  

HEV/ j m  
Enclosures  


